ABSTRACT A candidate new canine picornavirus was isolated from a respiratory swab collected from an American foxhound (Canis lupus familiaris) in 1968. The assembled genome sequence of strain A128thr is 7,618 bases in length, comprising a complete protein-coding sequence of the 2,213-amino-acid polyprotein and partial terminal untranslated sequences.
polymerase), respectively. Interestingly, A128thr exhibits only about 23% amino acid identities and 41 to 52% similarity in various regions with canine picornavirus strains 6D, 244F, and 325F (11, 12) . The novelty of the virus was shown by its low sequence similarity for the gene products with known canine picornaviruses and with other picornaviruses. We provisionally designate the virus canine picornavirus isolate A128thr, because it was isolated from a dog and is capable of infecting canine primary cells and cell lines. It is tentatively classified in the family Picornaviridae, with its genus nomenclature yet to be clarified (12, 13) . Further studies are needed to elucidate its host spectrum, tissue specificity, infectivity, and pathogenicity to human and animals. Accession number(s). The genome sequence for canine picornavirus isolate A128thr was deposited in GenBank under accession no. KY512802.
